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Pilot project introduction

Project Partners

• Jan Oppelt  ( CEITEC )

• Sini Junttila, Ido Tamir and Manuel Pasieka ( VBCF )

Equipment used

• Mendel – GMI High performance cluster system



Galaxy – Bioinformatics Computing Platform

Pilot project introduction

Project concept
Enable researchers to perform their own data analysis and develop their specific galaxy workflows and pipelines.

Project Goal
Cover data analysis demand of biotech companies and academia by providing state-of-the-art computational tools.

Potential end-users

• Academia
• GMI Groups (Mittelsten Scheid, Djamei, Berger, ...)
• FMPL Groups (Foisner, Ogris, ...)
• IMBA Groups (Ikeda, Mendjan, ...)

• Biotec
• Accanis
• Eveliqure
• Phagomed
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Project implementation

• Decentralized system of in depended Galaxy instances
• Based Pre-configured Virtual Machine Instances that can be tailored for each client/customer
• Appling state of the art infrastructure-as-a-service (IaaS)
• Hosted on the openstack cloud computing software on Mendel (GMI)
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Benefits

• Easy to scale (number of instances, and instance size)

• Easy to monitor and bill (instances are dedicated to specific groups or customers)

• No conflicting interest and dependencies

• Research groups / customers can take their instance with them

• Instances can be hosted on external / 3rd party cloud providers
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Project results

Easy to use web interface providing
• most common bioinformatics tools
• user defined workflows
• installation support for additional tools (toolshed)
• visualization
• reports
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Staff exchange




