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Purpose of the trainings

Trainings

Data generation Data analysis

 Biology is getting more and more quantitative
 Data sets are growing larger
 You have to be able:

 ...to understand the data analysts
 ...to carry out analyses yourself



Project implementation

Trainings

 Target audience
 Experimental biologists [intro courses]
 Bioinformaticians [advanced courses]

 Duration
 Usually 2 x ½ days = 2 x 4 hours

 Technology
 Powerpoint slides, PDF handouts
 "hands-on": students try out what they learn
 web-based instruction with RStudio, Jupyter

running in a virtual machine
 Quality control

 All courses are tested with colleagues
 Participants fill out feedback form



Training portfolio

Trainings

BioinformaticsBiostatisticsComputing skills

Python Programming

HPC introduction

UNIX commandline and 

Bash scripting

Programming in R Statistics with R

RNA-Seq analysis

Introduction to 

systems biology**

Linear methods in R:
ANOVA, GLM

Scientific visualisation with 
ggplot in R

Machine learning*

http://biocomp.vbcf.ac.at/training/

Nonlinear models*

*planned for 2018 **planned for 2019
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